Fragaria vesca
Woodland strawberry 
C2C2-CO-like
Phylogenetic analysis of the COL family demonstrated that it is organized into a few distinct groups, some of which evolved before the divergence of gymnosperms and angiosperms. Molecular evolutionary analyses showed that COL genes within the Brassicaceae family evolve rapidly.
C2C2-Dof plant-specific,function as a transcriptional activator or a repressor involved in diverse plant-specific biological processes C2C2-GATA Members of this group have been identified in organisms ranging from cellular slime mold to vertebrates, including plants, fungi, nematodes, insects, and echinoderms.
C2H2
C2H2 proteins belong to a group of transcription factors (TFs) existing as a superfamily that plays important roles in defense responses and various other physiological processes in plants
C3H
AetTZF1 increased stress tolerance to drought by promoting root growth and increasing germination rates in Arabidopsis. Overexpression of AetTZF1led to an altered expression level of stress-related genes that made the plants more tolerant to drought. PHD PHD proteins seem to be found universally in the nucleus, and their functions tend to lie in the control of chromatin or transcription. Increasing evidence indicates that PHD fingers bind to specific nuclear protein partners, for which they apparently use their loop 2 surface.
SBP
The Arabidopsis thaliana SPL gene family represents a group of structurally diverse genes encoding putative transcription factors found apparently only in plants. The distinguishing characteristic of the SPL gene family is the SBP-box encoding a conserved protein domain of 76 amino acids in length, the SBP-domain, which is responsible for the interaction with DNA.
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Classification in WFRGdb Gene family Description
TCP
The TCP domain is a plant-specific DNA binding domain found in proteins from a diverse array of species;involves in leaf development via the jasmonate signaling pathway.
Trihelix
To date, DNA-binding proteins characterized by the trihelix motif have been described only in plants, and may therefore be involved in plant-specific processes.
WRKY WRKY transcription factors are one of the largest families of transcriptional regulators in plants and form integral parts of signalling webs that modulate many plant processes.New findings illustrate that WRKY proteins often act as repressors as well as activators, and that members of the family play roles in both the repression and derepression of important plant processes. Furthermore, it is becoming clear that a single WRKY transcription factor might be involved in regulating several seemingly disparate processes. Mechanisms of signalling and transcriptional regulation are being dissected, uncovering WRKY protein functions via interactions with a diverse array of protein partners, including MAP kinases, MAP kinase kinases, 14-3-3 proteins, calmodulin, histone deacetylases, resistance proteins and other WRKY transcription factors.
ZF-HD ZF-HD class of homeodomain proteins may be involved in the establishment of the characteristic expression pattern of the C4 PEPCase gene.
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